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Progress on mRNA vaccine and its application in infectious disease prevention and control
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[ Abstract]The emergence of vaccines has been more than two centuries, including inactivated vaccines, live
attenuated vaccines, subunit vaccines, viral vector vaccines, nucleic acid vaccines and other more than 30 sexually
transmitted diseases that have been completely eliminated or controlled. With the outbreak of COVID-19 in 2020,
MRNA vaccine has been widely used clinically as a new technology. This method has the advantages of safety,
immune activity and low cost. From design to clinical use within one year, it is an effective anti-novel coronavirus
drug. This review reviews the classification of mMRNA vaccines, the mechanisms of immune response, improvement
measures, and applications in infectious disease control.
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