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ent Agro-ecological Zones in Nigeria
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[ Abstract] Some level of variation within crop varieties is highly important for its improvement with the
aids of good plant breeding methods. A field research experiment was carried out with the aim to estimate genetic
variation and heritability in the okra accessions grown in different agro-ecological zones in Nigeria. Twenty okra
accessions were obtained from various locations in different agro-ecological zones of Nigeria. Twenty okra
accessions were evaluated between April to August 2018 at Ekiti State University Teaching and Research Farm,
Ekiti State. These twenty okra accessions constituted the treatment, which was lied out in a RCBD in a three
replicates. The result were highly significant (p<0.01) for all the traits studied. Magnitude of the phenotypic
coefficient of variances were slightly higher than genotypic coefficient of variances in this study which showed that

environment did not much influence the estimates of genetic performance. The coefficient of phenotypic and
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genotypic variances were high in the traits studied. Heritability estimates ranges from 75.04% for days to 50%

flowering to 98.85% for weight of 100 seeds. High heritability with high genetic advance were observed for all the

studied traits indicating that they are governed by additive gene action and this could be improved through simple

selection except days to 50% flowering with the lowest heritability value coupled with the lowest genetic advance

value lesser than 10%.

[ Keywords] Heritability, Genetic advance, Improvement, Genetic variability, Okra
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3 EREITIE
310000

-20 -

FEFTA BT, AR SR s
EHRARERR (p <0.01) . KR REHIR
7, HARTE R R (R 2) o ixE Y
IR T4 R —EL

3200000000

AR SE AR T R A0 B b R R 6 R4 1) 7
T e R 32 DR 2 ) A7 8 f 25 [ 7R A0 SR TR A e
IR/ A JE PR R RN AR S R BOR I B 45 € A
A SN, @, ARTHER R A REUE S
TRNM AR, IXRYIIA R R PEIRR L
iR AR . FEARRFT R, BRI R B AR



Agbowuro, G. O., et al.

A J& HRIEA Rl A 285 DR B 5 BKBEA BT FA a8 A% A0 5, A% J) Mgt Bk

S RZBU LTRSS A AL KN R B, IR
XA RE Rl T LA S . fEF &R A
PR, AR AL AR e RO B R Y AR e R34 il
TR 50% K (46.09% F1 39.09% ) Hid3¢t.
A, 78 100 KifprIEE (36.65% 1 36.39%)
Rl & ¥k (33.75% 1 32.66% ) Tl &3 & KR
RURNIE R BY AR S R B0, 17 A 7K SR B 1 R R RN S
R RAR 5 2B/ (16.16%) o F1 14.14.87) o #¢
LA, WAV 5, e RS E
7, JFIER 50%IMREL, BT 80% M RE L /L
100 HRFp-7 1 5 B HAG KT 20 % (138 5 A 52 1 A AR
T RBUE, AR IR A R B R AR S R
HHERT 10% 2 M. Fitk, XEREEm R+
WP Ak L0 . %45 FAES TR R B, —LeHt
RNRCEERED], REVRIE R AAR 5 25000 518
o HEWTX P4 R PR R IR UG, X A pead it ik
B RN T R M R R

3300000

T SUBEAR 1 2 %o 5 R Y A S 56 A 3R A e ) A
DUEREIAL TE o AR RIS IE BB PR T I E LAY
I T 178 S PR I R TR A LU AG) R AR B R 3B A% )
M. Bk, M“BE e, A THEYERE
R MR . TEARBE T, TS T RsHE )
TG (75.04 %) BN ECRF 5098%E  , DL (98.85% )
F| 100 RiFp TR ERE. REEE ) Ek AR
60% BLE 5y, AR E MR AT LA ik 48 1) s 1 i
A R R, Rk X R HIRR A 5 o X TP
BT, T IR T 60% . BATTIZ
(e AL S as AR, IS AL AR S 2 Fr A X e

FRIEAL I8 A% 78 S (1) R 2H s o (EZ:, TTBLIE
ot B e PRI e IR R S IR ekt

34000000000

x4 HIW TEIERFRERN 5%H, DL
(GAM) [ 47 bb R gt AL itk g o AR GTE A -
MIFTERTET JLR I 7.11 % BIFFAER) 50% , IR
AR T ) 74.62% o

FEFA TR EIR T, DU S 3 1)~ 35 5 43
Eb R AL it R R e . A 100 Bl 7 0 & &
(74.62%) , mAMWEE (65.12%) , GHHEY
PISRSEH (48.21%) , BiEF/KRESE (48.14%)
280 % N R (45.19%) , BERRIIZEEUR RE
(39.24) , HPREUEEE =& (32.80%) , HFARIIHT
K R B (30.94% ) MK RKE (28.17%) ,
Br T RBOEF 50% 4 (7.11%) Lhb. LLTFHH
Iy BTN PIRHE AR R A R B, X R 2
SUMBLRE R 4], X R EH n] DUk £ X Le
R R, B T7TIFER 50% (7.11%) HIRE.

4 25if

SERERI, TERTIT FE B RK SR I A A B A AR
Sk, AT DAENE SR E MR DA TR
AWEFCEIR, BT R R Y B B 38 T ZE AR AE
EHES (p <0.01) , SRICWEET JLFHLIE
AL AR R BTN R AR S R . 7EFTH
WA RR s, T XE MBS ST 60%, [FFE,
PLP35E r bRos L i e A v HE R B, FRITAE
EIFIEH) 50% 41, XEHRBIKT 20% . HER]
XTS5 A, A GRS R E A A3
A LB RS, B TR 50% IR EL.

®"3: X 10 MREMERNEBEEFES, EANS.

S.of V. DF FPH(cm) D80%M FFL (cm)

FFD (cm) D50%TF NOF/P  W100S(g) NOS/F

NOR/F  FFY/P(g)

Rep. 2 102.73* 22.68%* 13.75%* 12.58%*
Acc. 19 2139.09**  6.41%* 3.71%* 15.55%*
Error 38 0.12 0.21 1.47 1..47

124.17**

12.94%*

60.07** 11.45* 84.63**  11.46** 0.22%
115.56*%*% 1672.21%% 134.79%*  7.27** 1.07**

1.29 1.49 7.95 4.64 0.12 0.03

*, ** significant at 5% and 1% levels respectively

Rep.: replication, Acc.: Accession, FPH: final plant height, D80%M: days to 80% maturity, FFL: Fresh fruit length
FFD: Fresh fruit diameter, D5S0%TF: 50% days to fruiting, NOF/P: Number of fruits per plant,
W100S (g): weight of 100 seeds (g), NOS/F: Number of seeds per fruit, NOR/F: Number of ridges per fruit, FFY/P: fresh fruit yield per plant (g).
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Character Means + S.E MI:I??D%‘;X Genotypic variances Phenotypic variances
FPH (cm) 80.83 +£3.97 38.60 - 125.60 697.30 744.49
D80%M 6.24+0.19 2.50 - 10.50 2.0 2.12
FFL (cm) 7.24 £0.26 4.80-7.24 1.16 1.37

FFD (cm) 8.08 £0.70 3.80-19.2 4.69 6.16

DTF 49.33 £0.65 44.0-57.4 3.88 5.17
NOE/P 25.82+0.7 17.4-38.80 38.02 39.51
W100S (g) 64.72 £1.63 26.2-100.1 554.75 562.70
NOS/F 41.72+1.24 20.4-53.20 43.38 48.02
NOR/F 7.90 £ 0.20 6.00 —12.00 2.38 2.50
FFY/P(g) 3.14£0.10 2.00-4.10 0.34 0.37

*, ** significant at 5% and 1% levels respectively

FPH: final plant height, D80%M: days to 80% maturity, FFL: Fresh fruit length

FFD: Fresh fruit diameter, DS0%TF: 50% days to fruiting, NOF/P: Number of fruits per plant,
WI100S (g): weight of 100 seeds (g), NOS/F: Number of seeds per fruit, NOR/F: Number of ridges per fruit, FFY/P: fresh fruit yield per plant (g).

ar e
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X7,

Character (Bgzl;iit::;zi‘:)y % Co(if'il“::itg;ﬂlscof ngff?c(;z)llllzécof AGde\:l:l?cce an?‘r);‘l) ;:a
Variation (%) Variation (%) (%)

FPH (cm) 93.66 32.66 33.75 52.64 65.12
D80%M 94.33 22.6 23.33 2.82 45.19
FFL (cm) 84.67 14.87 16.16 2.04 28.17
FFD (cm) 76.13 26.80 30.71 3.89 48.14
50%DTF 75.04 39.93 46.09 3.51 7.11

NOF/P 96.22 23.88 24.34 12.45 48.21
W100S(g) 98.85 36.39 36.65 48.30 74.62
NOS/F 90.33 15.78 16.60 12.91 30.94
NOR/F 95.20 19.52 20.01 3.10 39.24
FFY/P(g) 91.89 18.56 19.37 1.03 32.80

(1]

*, ** significant at 5% and 1% levels respectively

FPH: final plant height, D80%M: days to 80% maturity, FFL: Fresh fruit length

FFD: Fresh fruit diameter, D50%TF: 50% days to fruiting, NOF/P: Number of fruits per plant,
WI100S (g): weight of 100 seeds (g), NOS/F: Number of seeds per fruit, NOR/F: Number of ridges per fruit, FF'Y/P: fresh fruit yield per plant (g).
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