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Research progress on biomarkers of laryngeal squamous cell carcinoma

Xu Yang, Meijia Zhang"
Jiamusi University Affiliated First Hospital, Jiamusi, Heilongjiang

[ Abstract] Laryngeal cancer is one of the most common types of cancer in the head and neck, with 90% of cases
belonging to squamous cell carcinoma (SCC). The main pathological manifestations of squamous cell carcinoma in clinical
practice include invasive growth, early lymph node spread, and local invasion, which are key factors causing its recurrence
and spread after cure, and have an impact on the long-term cure and survival of patients. At present, the treatment for
laryngeal cancer mainly relies on surgical removal of pathological tissue. However, in the actual medical process, most
laryngeal cancer patients are in the advanced stage, which poses great challenges to their treatment and prognosis. Accurate
identification, timely medical intervention, disease tracking, and prognosis evaluation of laryngeal cancer all rely on
efficient biological indicators. This article mainly discusses the research and development of biological indicators related
to laryngeal cancer in recent years, covering five fields: genes, matrix metalloproteinases, cytokines, non coding RNA, and
exosomes.
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