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[{5ZE] BRY 4871 EBV-DNA. SAA 544 3 REZ — ST KABEAR SR (S1) £EHER7F7
AR, ARSI R R R — EARAIE T e 0 MRMO RS 7 R RG34, J53k 2015 5 A £ 2019
F 5 A5G (ABERGFET—EKANTBHEBMERE S FOERARTY 6954, 111 My AhhE R
Fi6yr4n (SI-MT) FedE 545740 (non-MT) , 447 EBV-DNA A SAA JkA 5 PFS. OS Uz 6948 X 4.
LER M5 Z 2021 S5 A, PALRF R 24.3 (6.1-59.8) A, 24N 183 BT+ - M- sm 4] (S1-MT 48 88 41,
non-MT #8 95 ) . 5 non-MT £8tb4%, SI-MT R F £ K ¥4 PFS A= P42 0S (16.9 A vs.9.3 A, P<0.001;
33.6 A vs.20.6 A, P<0.001) , &5 @RI, non-MT 20, —#£AtF7 /5 EBV-DNA fat: %4 ¢4 PFS &
FrTFHHEE (7.5vs10.5 A, P<0.001) ; fmiE% SI-MT %57/, EBV-DNA [att# 4 PFS #5254
EBHRES (P=0358) . —&ALIT/E SAA HE FHEEH, /& non-MT 4A%, PFS f= OS ¥ 2 FKT SAA
A8E B4 (45vs. 105 A, P<0.001; 14.8 vs. 23.6 A, P<0.001) ; SI-MT 7657 2% & SAA H4 TEE
# A1, PFS A= OS 58X B H LB R L H £ (P=0.292; P=0.051) . £5i SI 44457 T & —4&4L
J7 3R A G AL BRI B4 69 PFS A= OS, &M RAF. —£&AL/E EBV-DNA Fatd. SAA #H4 Tl &4
AN ST B BIE 7T P IR,

[KigiA) 8RRk, #S5R; %45/577; EBV-DNA; SAA

[E & E Y F AR A B (%5 2019AF10601 ) . #p i A% B (%5 2016G020203 ).
B AARFFEALRE (%5 2017GXNSFBA198005) . J HH4sABR EAEHRAFTEN S AL
FAHARE (%HF: 22016167)

Study on the correlation between EBV-DNA, SAA and the prognosis of maintenance therapy after first-line

chemotherapy for metastatic nasopharyngeal carcinoma

Huan Lin’, Ying Lu ”* Haixin Huang ! Hui Yang ! Xiaohua Hi’, Changjie Huang3, Meilian Liv®, Xianbin Feng’,
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[ Abstract] Objective: To explore the correlation between EBV-DNA, SAA and maintenance treatment

with S-1 following first-line chemotherapy (CT) for metastatic nasopharyngeal carcinoma, and to provide

FEEE: [
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reference for individualized treatment. Methods: Patients enrolled in A multicenter clinical study of Tiggio
maintenance treatment for metastatic nasopharyngeal carcinoma after first-line chemotherapy from May 2015 to
May 2019, the patients with metastatic nasopharyngeal carcinoma who had clinically benefited from first-line CT
were randomly assigned centrally (1:1) to the maintenance group (S1-MT) or observation group (non-MT) ,and
the correlation between plasma Epstein-Barr virus DNA (EBV-DNA), serum amyloid A (SAA) and
progression-free survival (PFS) ,overall survival (OS) were analyzed. Results: Follow-up was performed until
May 2021, there were 183 evaluable cases with a median follow-up time of 24.3 (6.1-59.8) months, including 88
cases in the S1-MT group and 95 cases in the non-MT group.Compared with the non-MT group, the median PFS
and median OS of the S1-MT group were significantly prolonged (16.9 months vs. 9.3 months, P<0.001; 33.6
months vs. 20.6 months, P<0.001) . Ppatients tolerate S1 well.In the non-MT group, EBV-DNA-positive patients
had significantly shorter PFS than EBV-DNA-negative patients after first-line chemotherapy (7.5 vs 10.5 months,
P<0.001).However, after S1 treatment, the improvement of PFS in EBV-DNA positive patients was no different
from that in EBV-DNA negative patients (P= 0.358).In the non-MT group, the mPFS of SAA- declining patients
and SAA-stable patients were 4.5 and 10.5 months (P<0.001); mOS was 14.8 and 23.6 months (P<0.001),
respectively. In the SI-MT group, there was no significant difference in mPFS and mOS between SAA- declining
patients and SAA-stable patients (P=0.292; P=0.051). Conclusion: Maintenance treatment with S-1 following
first-line chemotherapy could improve the PFS ad OS of patients with metastatic nasopharyngeal carcinoma, and
the patients could tolerate the treatment well.Patients with positive EBV-DNA and continuous decline in SAA
after first-line treatment can benefit more from S1 maintenance therapy.
[ Keywords] Metastatic Nasopharyngeal Carcinoma, S-1, Maintenance Treatment, EBV-DNA, SAA

5IE AR Z (B AR O, AT REHS B 16 98 £ 1Y S1-MT 3R
EH¥E (nasopharyngeal carcinoma, NPC) Uf & M EE, NMENIEIT IR R

TIRE WX b w77, T Rk A 1 BR5RE

SRR B U, UG YT & H R E6 T T B 1.1 sl

W R N EMLGARITE, 1 20-30% NPC R 2015 45 5 A% 2019 £ 5 Az T PR

BH MO R RS ER, FONREMIT RS RIREENEER. M S ARER. [
P NPC B EBRIT R AR T IR B G b T4 BERRES M mER . MNP BEERE . AR EE
FRiB)T, TREPHISTERAE IR Rt g, R RetEss . ERMUBERE, AR & BT
e AR L R SRR S T . BTSRRI R B 2 T O IR IR R (R
AT R A RRA T R R ME NPC B TR NPC B, BFRANSEARME: (1) QRHELHA
F(AEAE, P PES 27.6 H . 3 4 PES %4 47.6%, WA AL AR M, BRAEBESZARIG IR IT IR IR
AT TG IS PR S1 fEFEFEME NPC 4EFHA BT bR (2 IR EC KR LR, &

7 A R 22 AP I — R AR A (3) 32— kyT>4 JE,
NPC 2 EB Jii#: (EBV) JEZUAH GGtk it a JT AN S 45 ) (disease control, DC); (4)ECOG

EBV DNA KPIRZ 5 NPC s ey &M, i PEIr<2 4rs  (5) ZRBANTE R . T HERR AR

MIBEEMFEEE A (SAA) 2 —HHZNEEF Y OF I HAREE M ;. OFFEAIT 2R TRE; @X 7
WIEER, SR aa e A", SAA Wk - EHEBE AU @O RGP EE VA BERC
T+, ATAE R NPC 3t J& 11— Fhig 78 15 s I AR 540 Hro WHZ PHERNREEEE DU BHE BB A B 23 T
B, AwFse sk FHBE NPC &% B4 n T il (PIK2015221) 5 IARIRIETEM S ChiCTR-

(S1-MT) HIATHEME . 2ty BEALX T 5Tt — 0OIC-16007939.
SHIEEE, 1T EBV-DNA. SAA RS S S1-MT 1.2 W6/ Fik
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TR BE LN BRIG RBEIT,  FF& AN HEbRAER &
FRENEGER A, AT (SI-MT)4A: B B (S
PRV YT (KRR MM <1.5m®, 50mg/ik, K2 H
F>1.5m%, 60mg/ik; 2 k/H, HHR2 RS 1)
Z P B BRI 327 AE4ERFIG YT (non-MT) 2
WL E Rt E . S1-MT H4E NCI-CTC 3.0 7%
PR Pobrite, ESEPIK >3 H A AP a5 2
(<2 D AReSGEA R M, MR T —7&E
G >2 NIAFIERENZ RS Bk S H
ZHANE T DAL ek B0k 40 i S v ) DR TS 1 v
75 Ja SR EAARAE MRS L T DL R

1.3 ARk

P SEARIRE T AN AR E (RECIST 1.1) #4797
WA AR (CR) « ¥4 (CR) . &
E (SD) . HEE (PD) . [ NCI-CTC AE3.0 ¥
LGS BN 3 SRR HEEAT AN R R SV«

1.4 EBV-DNA. SAA #]

WE—LAITRT. &2 MEMNWITE. dHFE
JTIMEERE DT A] (3 H /0O AN kA . N PCR-
PNCHRENFAT AR A M2 EBV-DNA /KF, Kl R

BRN: <5.0x10° TU/ml, %7 AP LK 2k 22 366 [N i
MERAR (RED 4t KRN FR ALY 14
4 EBV-DNA [, ez A FHYE. S XA
JeERTFR A SAA 7K, FEEARXAE 450mm i
KM ROLEE (OD {H) , @i brifEih it 5Fe
b SAA K, R i _ BT A R A PR F
Fefit.

1.5 4eitF ik

Fi IBM SPSS 22.0 #4748 11041, 4l LR
o K5, S Kaplan-Meier 4247 B Z6 A1 log-rank
30T, cox PRI AT AR AE RN TS FH O 0 #T
P<0.05 I\ A ZE A W .

2 R

2.1 & RTH

AR 1 F 183 451, S1-MT 41 88 41, non-MT
4 95 B, EAPAFER 51 P (22-68 %) ;3 Bk
132 5, &tk 5161, B &=2.6:1; —LRIAITHIR
SRR GVRTT T 3R . PRALEE AR |
PER. BRI, ECOG PF4r —£RiGIT 55
RAHIEE R TG E L (P>0.05) , W3R 1.

x1 RABRENIRASHELR

AR )
TiH o X P
SE (n=183) SI-MT 4 (n=88) non-MT 4 (n=95)
R DAGEYE 51 (22-68) 51 (22-67) 52 (29-68) 2945 0314
P51
Bk 132 68 64 2229  0.135
M 51 20 31
Ji R e 7% R AL
BREER 33 15 18 0.112  0.738
ZIWE R 150 73 77
R G — 8 AMIT TR
i PO AR+ 105 45 60 2710 0.258
EYALIE AL (e SE EES 62 34 28
5-FU+AE 16 9 7
ECOG ¥4
0 13 8 5 1.014  0.393
1 170 80 90
—AIT 5 EBV IRE
EBV Fa % 95 (51.9) 46 (52.3) 49 (51.6) 0.009  0.522
EBV B 88 (48.1) 42 (41D 46 (48.4)
—RIIT G SAA RS
SAA FFE: T I# 85 (53.6) 41 (46.6) 44 (46.3) 0.001  0.544
SAA faE 98 (46.1) 47 (53.4) 51 (53.7)
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22 75 RR R

BEVFZ 2021 4F 5 H, " ACkE VA 24.3
(6.1-59.8) ™A, 5 non-MT #L#, SI-MT 41
HHIFRAL PFS A1 OS ¥R E LK (16.9 vs. 9.3 H,
P<0.001; 33.6 H vs.20.6 H, P<0.001) ; AR5
KK # B3 (PFS: HR=0.445, 95%CI :
0.327-0.634, P<0.001; OS: HR=0.378, 95%CI:
0.260-0.548, P<0.001)

S1-MT 4 S1 W ALiaIryT N 23 #2 (8-71
), o BE AN T R AT IER (<2
FD yurmtsz, THEAR RN HH. 1-2 gk
RUUE. HIBRIRR . FRLEIEAN S1 4EFRaTT
) EBEAR N H 3.5%M B Ul 3 BT 24
HHE, 3.4%H) 8 B3 b RN TR, R
HEL 4 R RV

2.3 EBV-DNA 54874657 g4 X

S1-MT 41 EBV-DNA [Hf%. EBV-DNA [Ff{EF1
non-MT #H EBV-DNA [H{E. EBV-DNA A% £ 11
HHAZ PFS A1 OS 4371 4: 18.5. 152 7.5, 10.5 H,
P<0.001; 34.1. 33.6. 18.6. 21.6 A, P<0.001;#¢K,
—2RJAYT )5 EBV-DNA BHIHERIFEFEE NPC HEREM
S1 M4EFRriByT Ik

£ non-MT HH, —ZAkJ7 5 EBV-DNA FH{%:
BH I 51.6% (49/95) , 5 EBV-DNA B &3t
5, REPL0S ZRILEEME (18.6vs21.6 M H,
P=0.069) , 1B {7 PFS & & 4% (7.5 vs 10.5 ™M H,
P<0.001) , AREXEEEEN (HR=2.115,
95%CI: 1.341-3.335, P<0.001) (& 1A/B) . #R,
—2J7 5 EBV-DNA [HMEHFME NPC £ PFS
WEAR.

52 SI-MT BIT I, 52.3% (46/88) (1)
BEN—RANIT 5 EBV-DNA [APE. SI-MT 697 4
FRIAITHGE T EBV-DNA FHIEEE AR TS,
£i7 PFS #1 OS T EBV-DNA [H 1 8 3 b 76 i
E5 (185 vs. 152 1M H, P=0.358; 34.1 vs 33.6
ANH, P=0.183) (& 1C/D) . R, RE &4k
J7J5 EBV-DNA FHIEF# % NPC B3 PFS /5]
£, ST 4ERFGYT 7] 38 B 1) PFS.

2.4 SAA 543457 S A KM

S1-MT 4 SAA FF%: T [ SAA #2& 1 non-MT
H SAA FrE: N FE. SAA FauE B 7 PFS #1 OS
39N 18.5. 16.2, 4.5, 10.5 3, P<0.001; 35.1.
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non-MT ZH—£67697 SAA R4 N EEE 5 46.3%
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ARG D ER N (HR=3.096, 95%CI: 1.931-
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N, S1YERRATT B IGE — 406975 SAA FREET
F% £ 25 () PFS 1 OS.
3 g
NPC HERF T mk, ST 8K, (T
JEANE A BE MM E R, TR
NPC FE a7 FEM. 2016 4£, GEM20110714 #F
KGR E REHEBIE NPC BT, 5HRBEIE+
i1 (PF) HIZ ST AL, &5 P S5 IETEE &
(GP)J# 4 #EUf 1 PFS(7.0vs.5.6 > H, P<0.0001)
1 0S (29.1vs.20.9 ™~ H, P<0.0025) . 1HZ, ¥
PE NPC —ZRAbIT LRSS IS EAR,, (R, 588
B U IR YT SRS R RELE —ZRIR YT 3R a NPC &
B o
YERFIRTT (MT) 2 —FhLE MR 747 1A f /ISR B
ek B2 WaIT IR, 2 RSB a7 B
S T T AT I S R R AT
SRAMHIIRE AR, — UL 240 44 Jr) i R Sk 2 i
g B I BB AR B, AT TR G
OS. DFS #l DMFS, HARFH a2, 75—
8 37 BIEERE I NPC (R, 2t —Zhrikll
JrfEMH S1 s REMhELERIT R T RIF00T
M, B2 —AN . BERL. RN 3
B ARRIGIN T 141 B2 528 A ST R
PENPC B3 (hALREUIR[R] 21 M), B2 4Edr
WITHIEE 2 F OS M T RESZYERMLT RS
(78.9% vs.62.7%, P=0.016) !, Chen "% .y
Il AR AR, 15 & )= 3R A NPC TEARHETR YT IS
95T RIG MR 4ERER YT, H 3 4F DFS R g
9.6%, OS 4t 4.7%.
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A TR IR 22 o e R e 4 B4R, 5k
YERFIRIT LA, S1 4ERFIGIT A PFS 235 4
K (162 1M H vs. 8.7 A o ikl B U7 #ARIIE K,
ZERI RS IALE, Jg50 5 g
— AT RS BYERRRIT H EEARA R RN 12
PREIREBRTUE . DR, FRGEAE, HE
5 SR AT SE IR TN A2, 5 AT
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A, Mg EE RIS R B RS
PRI AT RER DL AN AR SAA A TPH=IY. K
NPC i Bl SAA 2 FFHEaH, SAA M NESIEIT
ARCA %, FFEI SAA T B MRS g gy A7 76 HL
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