] il PRAE 78 A 2024 55 8 B 5 W

International Journal of Clinical Research https://ijcr.oajrc.org/

2021-2022 £ 120 5] HIV-1 B LB N AE RS

WA, AEH, 2=, WMBAK
m/nﬂ?%v/\f’i‘rf:?m L s

[{#HE] B THARK HIV R EZ 3 EREL (AIDS) EARIMREFETTATH A HGHFIL, Bt
WAt 2, AR KRG HIV & AL F 5677 B SR & 877 RKMFEREAE . 535 KA PCR-E KM 5
%, 2021 FE 2022 Flen HZARKER 120 4] HIV/AIDS o347 K & HIV-1 & 250 5400, AR4E %
120 Aty A B A& 2540 MRS, AT KR R T4z femt 25 £ 5], 53R 120 B1F, A 19 7l A B R BN,
&3] 15.8%, R &AL KIO3N, VI06I. MI184V 42,5 A AR L ; FEHTF L R4 KEEMH F (NNRTIs) #2517
A, & 89.47%; BB AL £ R 4 FEEApH F (NRTIs) AedE43F £ R 4 FBEdpH 5| (NNRTIs) & 2% 2 A &
AEgdpHl R £ (PIs) w2 1A, BABKEMNY (P) . SR 18 FIRMAEAGH LE, RAEEFHYRE
288 %, AtthEfertHEE 5. it BATMRIREET AT HLEHAKGE, LHLE NNRTIs £%
W 45 A P AT 25 LR, &ﬁ&%%%%&ﬁ&ﬁ%i%/ﬁkwﬁm TR RWGHm, KEMBARTHYE, B
AT AR A B4, BRI 06T, AR EIA B067T B 9. KA IR T 5 Huk & 0677 477 Aok
FEEE MK, KT &%‘ﬁié@ﬁ%é;aﬁﬁ%in%ﬁl%%ﬁ%ﬂ RS RAEE BRI

(k8217 HIV-1; ARAF; R EzE; FEHEAZ

[YisHEAY 2024 -4 A 12 8 [EF)HHE) 2024 5 A 15 8 [DOI] 10.12208/j.ijcr.20240166

Analysis of transmissible drug resistance in 120 HIV-1 patients from 2021 to 2022

Ligin Ma, Shiqi Diao, Jingyun Gai, Junjun Liu
Linfen Third People's Hospital, Linfen, Shanxi

[ Abstract] Objective To understand the prevalence of drug resistance in HIV-infected and AIDS patients in this
region before initial antiviral therapy, that is, transmissible drug resistance, and to provide reference for newly infected
HIV patients when choosing antiviral therapy or failure in antiviral therapy. Methods Baseline HIV-1 drug resistance
detection was performed by PCR-electrophoresis sequencing in 120 blood samples of HIV/AIDS from the Third People's
Hospital of Linfen from 2021 to 2022. The mutation sites and drug resistance categories of the 120 samples were analyzed
according to the genotypic drug resistance test reports. Results Among the 120 cases, 19 cases (15.8%) showed the
phenomenon of transmissible drug resistance, especially the mutation of K103N, V1061 and M184V. Non-nucleoside
reverse transcriptase inhibitors (NNRTIs) were resistant in 17 patients (89.47%). Two patients were resistant to both
nucleoside reverse transcriptase inhibitors (NRTIs) and non-nucleoside reverse transcriptase inhibitors (NNRTIs). Protease
inhibitor (PIs) drug resistant in 1 person, and potential drug resistant (P). Compared with 18 cases of acquired drug
resistance in the same period, the acquired drug resistance had more mutation sites, higher drug resistance rate and higher
degree of drug resistance. Conclusion At present, there is a high proportion of drug resistance before initial antiviral
treatment, especially the spread of drug resistance of NNRTTs, and the effective viral inhibition rate and treatment failure
of antiviral drugs are bound to be greatly affected. Only by paying attention to the epidemic situation of drug resistance,
actively carrying out the spread of drug resistance detection, and selecting sensitive drugs for treatment can effective
treatment be achieved. These resistance mutations are closely related to the efficacy of antiviral therapy and virus
transmission. This study provides an important basis for the formulation of effective antiviral treatment and prevention and

control strategies.
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