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Programming Auxiliary Query System for Plant Retrieval List By C++ Language

Re Xu

Lanzhou Vocational Technical College

[ Abstract] Judging plant species is one of the necessary abilities for agronomy, ecology and botany
professionals. In the process of field investigation, when involving the identification of plants, plant retrieval
tables are commonly used to identify, but there are many inconveniences. Therefore, we can try to use C++
language to write plant auxiliary recognition system on object-oriented programming ideas to query the main
features of plants and plant search function, and easy to update and maintain.
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void Gene::Setnumber(char* number)

{

int 1;

Gene_number = new char[strlen(number)];
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for (i = 0; 1 <= strlen(number); i++)
Gene_number[i] = number[i];

}
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void Family::Judgegene()
{
int* select;
select = new int[gene number];
intm=0;
intn=0;
intx =0;
intp=0;
int q = gene_number;
intk =0;
for (x = 0; x < gene_number; x++)

select[x] = 1;

cout << "N RYEILRHEAT A, SEPT WKIHEY) -

for (n = 0; n < feature_number; n++)
{
this->FeatureOutput(cout, n);
cin >> p;
if (p==1)
{
for (x = 0; x < gene_number; Xx++)

{

FEAR BT “17 B0 €07 o BRHRHIMTEE R
JEFEATATIN, A I B HRR A <17 I, R R
B A s . SRS 17 i, S
FAAEH TR R ZENEM LGS T 8, RIFH
SCBLTUMDIRE, Mo 1 AR

" << endl;

if (select[x] = 0 && gene[x].Getnumber(n) !="'0")

select[x] = 0;

}
if (p==2)
{
for (x = 0; x < gene_number; Xx++)

{

if (select[x] != 0 && gene[x].Getnumber(n) !="1")

select[x] = 0;
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for (x = 0; x < gene_number; x++)
{
if (select[x] !=0)
m++;

b

}
if(m==1)
break;
H
for (x = 0; x < gene_number; X++)

{
if (select[x] !=0)

cout << "FRAEIRA, L WHIAEI N 1ZSE -

system("pause");
delete[] select;

return;
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