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[ Abstract] In recent years, more and more evidence has shown that IncRNA (long non-coding RNA) regulate
biological processes such as tumor proliferation, apoptosis, invasion and metastasis through various molecular signaling
pathways. LncRNA plays a dual role in promoting and suppressing cancer in colorectal cancer (CRC), and its expression
level is used to predict the prognosis of CRC patients. However, relevant literature reports are scattered. Based on existing

reports, this paper analyzes the role of IncRNA in colorectal cancer. This article reviews the research progress of various

types of IncRNA and CRC.
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