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Parameter inversion of COVID-19 infectious disease model based on improved genetic algorithm

Jiaqgin Li, Hufei Li
School of Mathematics and Information Science, North Minzu University, Yinchuan, Ningxia

[ Abstract] In this paper, parameter inversion of COVID-19 infectious disease model is studied. Firstly, the
SEAIRD model of infectious disease in asymptomatic COVID-19 infected persons was established. Secondly, the
inverse problem method is used to transform the model into the minimum problem of the objective function, and
the improved genetic algorithm is used to obtain the model parameters. Finally, the sensitivity of the parameters
was analyzed. The results show that the improved genetic algorithm is effective in parameter inversion of the novel

coronavirus epidemic model.
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