2022 5 6 B 6 HH

https://ijmd.oajrc.org/

I P s 27 5 Ho e 2 25

International Journal of Medicine and Data

BVEEEER DNA 72 FF SRR B2 oh HO L P 5

Heog, B R

L RFHERENER T REI

[WBE] HERA X" ERMALMEENTHMNE, THEERS, RABE, FHERRELY, #
XA, EHFCETYRY, RAFANS., REHSELTRATFRET, EREILAHBNBTE
FonEA AL, FHRINAY T RIT IR 6 RIG T R Fo i & &4 TUS 09 K48, I A KA T# %09,
Yo fT BT ZIF-IE L AebE A, FFRBRAN TN, EHLAHEER. BATE AR LS ZFFO0EFRBTT
ik B A TG FIWT. EFK, KR TFHAIRATIE DNA (circulating tumor DNA ctDNA ) #4978 ARE A3 Rk 7+
ZRiE, Bk, RAIIRITAIATE DNA TR 5w 208 77 F 69 5 R AR

[k82iR)] M amfesz; HA3RAT7% DNA

Application of tumor circulating DNA in clinical diagnosis and treatment of hepatocellular carcinoma
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[ Abstract] Hepatocellular carcinoma (HCC) is a kind of malignant tumor which is a serious threat to human
health. It has a high degree of malignancy, insidious onset and atypical early symptoms. Most patients already
belong to the middle or late stage and lose the opportunity of surgery when diagnosed. Although some patients can
be treated with surgery, postoperative recurrence and metastasis still seriously affect the survival of patients. Early
detection and diagnosis is the key to successful clinical treatment and improved prognosis of patients with liver
cancer. If tumor recurrence is inevitable, how to detect early recurrence and metastasis, and take timely intervention,
is particularly important. At present, there is a lack of specific examination methods for early screening and
prognosis. Liquid biopsy techniques based on circulating tumor DNA(ctDNA) have gained rapid and widespread
interest in recent years. Therefore, this paper discusses the application of circulating tumor DNA in the diagnosis
and treatment of liver cancer.
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