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Analysis of Apoptosis-Related Genes in Hepatocellular Carcinoma Cells

Fan Zhou
Tianjin Medical University, Tianjin

[ Abstract] Objective To explore and analyze the apoptosis genes of liver cancer cells, analyze the
corresponding gene sequence, and explore the molecular mechanism of arsenic trioxide on the apoptosis of liver
cancer cells. Methods In this study, arsenic trioxide was used to induce apoptosis of human liver cancer HCC-9204
cells, and the differential expression in apoptotic cells was cloned by using inhibitory subtractive hybridization
technology. Comparative analysis of homology characteristics. Results In this study, 18 cDNA sequences with high
homology to known genes were cloned. The types of genome control include anti-oxidative damage, mitochondrial
transmembrane transport cytoskeleton and system-related genes. Conclusion After arsenic trioxide-induced
apoptosis of liver cancer HCC-9204 cells, a large number of gene expressions are up-regulated, and these genes are
closely related to the stress response and apoptosis of liver cancer cells after arsenic trioxide treatment. Judging
from the results of this study, it is suggested that apoptosis is characterized by the participation of multiple genes,
and it is an extremely complex process that is regulated by many gene types.
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