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Expression and value of miR-21 in colorectal cancer
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[ Abstract] Objective: To investigate the expression of miR-21 in colorectal cancer cells and provide a new
therapeutic target for the diagnosis and treatment of colorectal cancer. Methods The expression level of miR-21 in DLD1
cells, a colorectal cancer cell line, was detected by fluorescent quantitative PCR. The expression difference of miR-21 in
different cell lines was compared with that in normal cell lines, and fluorescence staining was completed. Results The
expression level of miRNA-21 mRNA in colorectal cancer cells in the study group was higher than that in the control
group (P<0.05); The results of real-time fluorescent PCR showed that the fluorescent area of the observation group was
large and mainly red, while the expression level of the control group was low and the red fluorescent area was small.
Conclusion In colorectal cancer cell lines, miR-21 is highly expressed and has significant differences compared with the
control cell lines, which is expected to become a new therapeutic target for colorectal cancer.
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